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3 <110> APPLICANT: NISHIMURA, SATORU 

4 KOIKE, AYUMI 

6 <120> TITLE OF INVENTION: CHOLINE MONOOXYGENASE GENE 
8 <130> FILE REFERENCE: 0213-1431-0 
10 <140> CURRENT APPLICATION NUMBER: 09/534,995 
-> 11 <141> CURRENT FILING DATE: 2001-03-27 

13 <150> PRIOR APPLICATION NUMBER: JP 273275/1999 

14 <151> PRIOR FILING DATE: 1999-09-27 
16 <160> NUMBER OF SEQ ID NOS : 17 

18 <170> SOFTWARE: Patentin version 3.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 1828 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Che nop odium album 

25 <220> FEATURE: 

26 <221> NAME/KEY: CDS 

^1^7 <222> LOCATION: (129) .. (1427 ) 
28 <223> OTHER INFORMATION: 

31 <400> SEQUENCE: 1 

32 gaactataca agctaagtta agcttaagct atattgttga tcatctttca tactacttcc 
34 tttaaaaaaa aaattataac aacaaaagga agtgtgaatt ttttccttga tcatcatata 

36 acatcaat atg gca gca agt gca aca aca atg ttg ctg aaa tac cca aca 

37 Met Ala Ala Ser Ala Thr Thr Met Leu Leu Lys Tyr Pro Thr 
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act 


act 


ccg 


ccg 


teg 


att 


eaa 


tea 


ctt 


gtc 


eag 


gaa 


358 


315 


Leu 


Ser 


Thr 


Thr 


Thr 


Thr 


Pro 


Pro 


Ser 


He 


Gin 


Ser 


Leu 


Val 


Gin 


Glu 




316 


65 










70 










75 










80 




318 


ttc 


aat 


ccq 


aaq 


att 


ctg 


gee 


gag 


gat 


get 


etc 


aeg 


cct 


cct 


age 


tct 


406 


319 


Phe 


Asp 


Pro 


Arg 


He 


Leu 


Ala 


Glu 


Asp 


Ala 


Leu 


Thr 


Pro 


Pro 


Ser 


Ser 




320 










85 










90 










95 






322 


taq 


tat 


act 


qaa 


cct 


gee 


ttc 


tat 


get 


eat 


gaa 


ctt 


gac 


cgt 


ate 


ttt 


454 


323 


Trp 


Tyr 


Thr 


Glu 


Pro 


Ala 


Phe 


Tyr 


Ala 


His 


Glu 


Leu 


Asp 


Arg 


He 


Phe 




324 








100 










105 










110 








326 


tac 


aaa 


Qoa 


tqq 


caa 


qte 


qca 


3 ^ ^ 


tac 


age 


gat 


caa 


att 


aag 


gag 


cet 


502 


327 


Tyr 


Lys 


Gly 


Trp 


Gin 


Val 


Ala 


Gly 


Tyr 


Ser 


Asp 


Gin 


He 


Lys 


Glu 


Pro 




328 






115 










120 










125 










330 


aac 


caa 


tat 


ttc 


acc 


gga 


acg 


tta 


gga 


aat 


gtt 


gaa 


tat 


ttg 


gtg 


tgt 


550 


331 


Asn 


Gin 


Tyr 


Phe 


Thr 


Gly 


Thr 


Leu 


Gly 


Asn 


Val 


Glu 


Tyr 


Leu 


Val 


Cys 




332 




130 










135 










140 












334 


cga 


gat 


Qcrt 

^ V, 


gaa 


qqa 


aaa 


qtt 


cat 


qea 


ttt 


cac 


aat 


gtt 


tgc 


act 


cat 


598 


335 


Arg 


Asp 


Gly 


Glu 


Gly 


Lys 


Val 


His 


Ala 


Phe 


His 


Asn 


Val 


Cys 


Thr 


His 




336 


145 










150 










155 










160 




338 


cgt 


get 


t eg 


att 


ctt 


get 


tqt 


qqa 


agt 


qqe 


aaa 


aaa 


teq 


tqt 

^ 3 ^ 


ttc 


qta 

3 ^ 


646 


339 


Arg 


Ala 


Ser 


He 


Leu 


Ala 


Cys 


Gly 


Ser 


Gly 


Lys 


Lys 


Ser 


Cys 


Phe 


Val 




.340 










165 










170 










175 






342 


tgc 


cct 


tac 


cat 


qqt 


tqq 


qta 


ttt 


qqe 


atq 


aat 


qqa 


tea. 


ctt 


aeg 


aaa 


694 


343 


Cvs 


' Pro 


Tyr 


His 


Gly 


Trp 


Val 


Phe 


Gly 


Met 


Asn 


Gly 


Ser 


Leu 


Thr 


Lys 




344 








180 










185 










190 








346 


get 


tec 


aaa 


gca 


ace 


gaa 


gaa 


eag 


tec 


ctt 


gat 


ccc 


qat 


qaa 


ctt 


qqq 

3 3 3 


742 


347 


Ala 


Ser 


Lys 


Ala 


Thr 


Glu 


Glu 


Gin 


Ser 


Leu 


Asp 


Pro 


Asp 


Glu 


Leu 


Gly 




348 






195 










200 










205 










350 


ctt 


gta 


ccc 


ctg 


aaa 


qtt 


gca 


gta 


tqq 


qqe 
3 y ^ 


cca 


ttt 


ata 


etc 


ate 


aqt 


790 


351 


Leu 


Val 


Pro 


Leu 


Lys 


Val 


Ala 


Val 


Trp 


Gly 


Pro 


Phe 


He 


Leu 


He 


Ser 




352 




210 










215 










220 












354 


ttg 


gac 


aga 


tea 


age 


ctt 


qaa 


qta 


qqe 


qat 


qtt 


qqa 


tct 


gaa 


tgg 


ctt 


838 


355 


Leu 


Asp 


Arg 


Ser 


Ser 


Leu 


Glu 


Val 


Gly 


Asp 


Val 


Gly 


Ser 


Glu 


Trp 


Leu 




356 


225 










230 










235 










240 




358 


acit 
3) 3 ^ 


agt 


tgt 


qet 


qaa 


gat 


qtt 


aag 


gee 


cat 


get 


ttt 


gac 


cet 


aat 


ttg 


886 


359 


Gly 


Ser 


Cys 


Ala 


Glu 


Asp 


Val 


Lys 


Ala 


His 


Ala 


Phe 


Asp 


Pro 


Asn 


Leu 




360 










245 










250 










255 






362 


caq 


ttc 


ate 


aat 


aqq 


agt 


gaa 


ttt 


cca 


atg 


gaa 


tct 


aat 


tgg 


aag 


att 


934 


363 


Gin 


Phe 


He 


Asn 


Arg 


Ser 


Glu 


Phe 


Pro 


Met 


Glu 


Ser 


Asn 


Trp 


Lys 


He 




364 








260 










265 










270 








366 


ttc 


agt 


gae 


aac 


tac 


ttg 


gat 


age 


teg 


tac 


cat 


gtt 


cct 


tat 


gca 


cac 


982 


367 


Phe 


Ser 


Asp 


Asn 


Tyr 


Leu 


Asp 


Ser 


Ser 


Tyr 


His 


Val 


Pro 


Tyr 


Ala 


His 




368 






275 










280 










285 










370 


aag 


tac 


tat 


gca 


act 


gaa 


etc 


gac 


ttt 


gat 


act 


tat 


caa 


ace 


gat 


atg 


1030 


371 


Lys 


Tyr 


Tyr 


Ala 


Thr 


Glu 


Leu 


Asp 


Phe 


Asp 


Thr 


Tyr 


Gin 


Thr 


Asp 


Met 




372 




290 










295 










300 












374 


att 


gga 


aat 


gtc 


aeg 


att 


caa 


aga 


gtg 


geg 


ggg 


agt 


tea 


aac 


aag 


cca 


1078 


375 


He 


Gly 


Asn 


Val 


Thr 


He 


Gin 


Arg 


Val 


Ala 


Gly 


Ser 


Ser 


Asn 


Lys 


Pro 




376 


305 










310 










315 










320 




378 


gat 


ggt 


ttt 


gat 


aga 


ctt 


gga 


tct 


caa 


gca 


ttc 


tat 


get 


ttt 


gca 


tac 


1126 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATE: 07/24/2001 

PATENT APPLICATION: US/09/534,995 TIME: 10:56:17 

Input Set : A:\021314310.txt 

Output Set: N:\CRF3\07242001\l534995.raw 

L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:823 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7 
L:853 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:8 
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